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DHA (docosahexaenoic acid ) ialah sejenis
asam lemak tidak jenuh ganda omega-3
berantai panjang yang berada dalam setiap sel
di dalam tubuh. DHA merupakan salah satu
nutrisi  yang sangat dibutuhkan untuk
perkembangan sensori, persepsual, kognitif
dan sistem saraf motorik selama masa emas
pertumbuhan otak.
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>BBa K1033222 Part-only sequence

Promoter Strength [RPU]

CP11 0.44
CP30 0.50
J23101 1.00
CP1 1.28
CPal1 2.45
CP3 2.71
. . cpP29 3.67

CP11 cP30 J23101 CP41

(25 bp)

—

catcggtaagttattocttgacatctcaggggggacgtggtataataactgagtactgtt
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pSBLbC (BBa_K1033206)

RESISFEN ERytHRoMydN
pSBLbE (BBa_K1033207)
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pSBIC3 - BBa_K1033206 pSB1C3 - BBa_K1033207

5377 bp
BioBrick Prefix i 2127 hp BioBrick Suffix  BioBrick Prefix : BioBrick Suffix
BO0G2 —Terminator BOOGZ " ~— Terminator
VF2 VR VF2— /- VR
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Part:BBa_K1033241 ﬁ _Nﬂt Released

Designed by: Anton Berglund  Group: iGEM12_Uppsala (2013-08-23) Mo Results
Mo Sequence
Get This Part

Signal peptide from Lactococcus lactis usp45
Signal peptide from Lactococcus lactis MG1363 protein uspdb

Sequence and Features

Subparts | Ruler | 55 | DS Length: 0 bp Get part sequence. View plasmid _)
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Assembly Compatibility:
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Schizochytrium sp. ATCC_20888 polyunsaturated fatty acid synthase subunit A gene,
complete cds

GenBank: AF378327.2
FASTA  Graphics

Go to:

LOCUTS LE3TE327 8733 bp DI linear PLN 22-0CT-2007

DEFINITICN Schizochytrium sp. ATCC 20888 polyunsaturated fatty acid synthase
subunit & gene, complete cds.

ACCESSICH RF378327

Schizochytrium sp. ATCC_20888 polyunsaturated fatty acid synthase subunit B
gene, complete cds
GenBank: AF378328.2
FASTA  Graphics
Go to:
LOCUS LF378328 £180 bp DNZ& linear PLN 22-0CT-2007
DEFINITION Schizochytrium sp. ATCC 20888 polyunsaturated fatty acid synthase
subunit B gene, complete cds.
ACCESSICN  AF378328

Schizochytrium sp. ATCC_20888 polyunsaturated fatty acid synthase subunit C
gene, complete cds

GenBank: AF378320.2
EASTA  Graphics

Go to:

LOCTS AF378329 4509 bp DML linear PLN 22-0CT-2007

DEFINITION Schizochytrium sp. ATCC 20888 polyunsaturated fatty acid synthase
subunit C gene, complete cds.

LCCESSICHN LF37832%9
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Schizochytrium sp. ATCC 20888 type | fatty acid synthase gene, complete cds

GenBank: EF015632.1
FASTA  Graphics

Go to:

LOCOs EF015632 12411 bp DML linear PLM 28-0OCT-2006

DEFINITICH Schizochytrium sp. ATCC 20888 type I fatty acid synthase gene,
conplete cds.

RCCESSICH EF015632

VERSICH EF015632.1 GI:116439745
EEYWCORDS
SCURCE Schizochytrium =sp. ATCC 20888

ORGANISM Schizochytrium sp. ATCC 2Z088EB
Eukaryota; Stramenopiles; Labyrinthulomycetes; Thraustochytriaceae;
Schizochytrium.
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accEssioN/ NumbER AB181490.1

Curculigo latifolia Cur mRNA for curculin, complete cds

GenBank: AB181490 1
GenBank  Graphics

>gi| 51555853 |db] |AB181490.1| Curculigo latifolia Cur mENA for curculin, complete
cds

ATGGCGECCAAGTTTCTTCT CACCATTCTTGTCACCTITGCGGCCGTCGCTAGCCTTGGCATGGCCGACA
GIGICCIGCICTICCGGGCAALCTCTGTATGCGEECCACTCCCTCACGTCGEGCAGCTATACCTTAACCAT
ACLARACARCTGCARCCTCOTGAALTACCAGCACGEGAGGCAGAT CTGEGCTAGCGACACT GACGEECAG
GECTCCCAATGCCGCCTCACATTGCGGAGT GACGEGAACCTCATTATCTACGACGACARCARCATGETCG
IGTGEEGEEAGCGACTGCTGEEEEAARCARCGGCACGTATGCICTITGTIICTICAGCAGGATGGCCTICTTTGT
CATCTATGGCCCGGITITGIGGCCCCTIGGCCTTAATGGGTGCCGCAGTCTTAATGGTCGAAATCACAGTT
GCTARRGGATTCTACTGRARCCACRRCATCAGEATATTALGATGGTCGATTALRTALTTARR
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GGPP (Geranylgeranyl pirophosphate) Lycopene
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>*EBa K1033100 Part-only seguence (930 bp)
aaagaggagaaatactagatgacggtoctgogcaaaaaaacacgttcatctcactogogatgotgoggagoagttactggotgatattgatecgacgecttg
atcagttattgocogtggagggagaacgggatgttgtgggtgoccgogatgogtgaaggtgogotggcacegggaaaacgtattogocccatgttgotgtt
gotgacogocogogatotgggttgogoctgtocagocatgacggattactggatttggoctgtgoggtggaaatggtocacgoggottegotgatoccttgac
gatatgococctgocatggacgatgogaagoctgoggogoggacgoccctaccattcattctcattacggagagocatgtggocaatactggoggoggttgococttgoe
tgagtaaagocctttggocgtaattgococgatgocagatggocctcacgocogoctggocaaaaaatocgggcggt ttoctgaactgtcaaacgcoccatocggocatgcaagg
attggttcocagggtcagttocaaggatctgtotgaaggggataagocgogocagogctgaagotattttgatgacgaatcactttaaaaccagocacgoctgttt
tgtgcotocatgocagatggoctogattgttgogaatgectccagocgaagogogtgattgoctgecatcgtttttocacttgatettggtcaggeatttocaac
tgotggacgatttgacogatggoatgacogacaccggtaaggatagoaatcaggacgocggtaaatcgacgotggbcaatctgttaggocogagggoggt
tgaagaacgtotgagacaacatocttcagottgocagtgagocatototoctgeggocctgocaacacgggcacgocactcaacattttattcaggoctggttt
gacaaaaaactogotgocgtcagttaataa

>BBa K118002 Part-only sequence (933 bp)
atgaataatcocgbtogttactcaatcatgoggbocgaaacgatggocagttggoctcgaaaagttttgogacagooctcaaagttatttgatgcaaaaaccocggsos
gcagcocgtactgatgotctacgocotggtgcocgCcCcattgtgacgatgttattgacgatcagacgctgggoctttcaggyocoggcagyococtgocttacaaacgoco
cgaacaacgtoctgatgcaacttgagatgaaaacgocgccaggcctatgcaggatocgcagatgcacgaaccggogittgoggcitttcaggaagtggctatg
gCctcatgatatcgooccoggocttacgogittgatcatctggaaggcttocgccatggatgracgcgaagogcaatacagccaactggatgaracgctgogoct
attgctatcacgttgcaggocgttgtocggcttgatgatggcgcaaatcatgygcgtycgyyataacgccacgoctggacogocgccigtJacottgggotgac
atttcagttgaccaatattgctocgocgarattgtggacgargogcatgocggycocgctgitatctgocoggcaagctggctggagcatgaaggtotgaacaaa
gagaattatgocggcacctgaaaaccgtcaggogoctgagccgtatcgoccogtocgittggtgcagygaagycagaaccttactatttgtctgccacagocoggoc
tggcagggttgccoctgogttocogcctgggcaatcgctacggogaagcaggtttaccggyaaaataggtgtcaaagttgaacaggcoggtcagcaagocctg
ggatcagcggcagtcaacgaccacgoccogfaaaaattaacgotgoctgoctggccgccictggtcaggccocttact tcocoggatyoggyctcatcctooc oo
cctgogcatctoctggcagogoccogctctaataa

>BBa K118003 Part-only seguence (1482 bp)
atgaaaccaactacggtaattggtgcaggcttoggtggoctggocactggcaattocgtoctacaagotgoygggyatocccocgtottactgottgaacaacgtg
ataaacccggcggtocgggocttatgtctacgaggatcaggggtttaccittgatgocaggocccgacggttatcacogatococcagtgocattgaagaactgtt
tgocactggcagygaaaacagttaaaagagratgtogaactgotgocggitacyoccgitttacogocctgtgttgggagtcagggaaggtctttaattacgat
aacgatcaaaccoggoctogaagocgcagattcagocagtttaatcoccgogatgtogaaggttatcgtcagtttotggactattcacgocgoggtgt ttaaag
aaggctatctaaagoctoggtactgtocccttttttateocgttcagagacatgocttogogoocgocacctcaactggogaaactgoaagecatggagaagegtttta
cagtaaggttgccagttacatcgaagatgaacatctgogocaggcgitttcittocactegotgttggogggcggcaatcccttocgoccacotcatoccatt
tatacgttgatacacgogoctggagcgigagtggygcgtctggittcogocgtggoggocacocggogocattagttcaggggatgataaagcogtttocaggatcc
tgggtggcgaagtocgtgttaaacgccagagtcagoccatatggaaacgacaggaaacaagattgaagoccgtgcatttagaggacggtcgocaggttocctgac
gcaagocgtocgogtcaaatgoagatgiggti tcatacctatocgogacctgt taagocagocacooctgoccgocggttaagocagtccaacaaactgcaaactaag
cgcatgagtaactctoctgtttgtgctoctattttggtttgaatcaccatccatgatcagotogogcatcacacggtttgtttoggococgocgttacogocgagoc
tgattgacgaaatttttaatcatgatggocctcgocagaggactoctcactttatctgoacgocgoccoctgigtcacgyattogtcactggogcoctgaaggetg
cggcagttactatgtgttggogoccggtgocgocatttaggocaccgocgaacoctcgactggacggi tgaggggoccaaaactacgogacocgtatttttgeogtac
cttgagcagcattacatgoctggottacggagtcagotggtcacgcaccggatgtttacgocogtttgattttogogaccagottaatgoctatcatgget
cagcoccttttctgtggagoccocgbtocttacccagagocgoctggtbttocggocgcataacocgogataaaaccattactaatctoctacoctggbcggocgcaggocac
gcatcococggocgocaggcattocctggcgicatcggotocggocaaaagogacagcaggtttgatgotggaggatctgatataataa
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GGPP (Geranylgeranyl pirophosphate) Lycopene
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>BBa K118008 Part-only segquence (1152 bp)
atgcaacogoattatgatotgattotogtggoogotggactogogaatggecttatogoectgogtottcagocagoagoaacotgatatgogtattotge
ttatocgacgoogocacoocagyogogogoyaateatacgtggtocattitocaccacgatgatttgactyagagecaacategttggatagotcogotggoogt
tcatcactggocogactatcaggtacgotttoocacacgoecgtogtaagotgaacagoygotacttttgtattacttetcagogtttogotgaggtotta
cagogacagtttggecogocactigtggatggatacogogdgtogocagagottaatgoggaatotgttegottgaaazaggotcagogttateggtgccogoeg
cggtgattgacgggeggggttatgoggoaaattcagocactgageogtgggottocaggegtttattggocaggaatggegattgagocaccogeoatggtte
atcgtotocccattatcatggatgeocacggbtogatcageoaaaatggttatogottogbgtacageoctgocgototogocgaccagattgttaattgaagac
acgcactatattgataatgogacattagatecctgaatgogogoggocaaaatatttgogactatgoogogocaacagggttggoagettocagacactgeotge
gagaagaacagggogocttacecattactotgtogggoaatgocgacgeattotggoagecagogeccccctggoctgbagtggattacgtgoocggtetgtt
ccatcoctaccacoggotattocactgocgetggeggttgoecgtggocgacogooctgagtgecacttgatgtotttacgteggoctcaattocaccatgecatt
acgcattttgoccogogagogotggocagocagocagggectttttoocgeocatgotgaateogecatgotgtttttagooggaccogocgat tocacgotggogggtta
tgcagocgtttttatggtttacctgaagatttaattgocogtttttatgogggaaaactcacgotgaccgatoggotacgtattoctgagoggocaagococgoo
tgttococggtattagocageocattgocaagocattatgacgactcatcgttaataa
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FPP (Farnesyl Phyrophospate) Phytoene Beta-carotene
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>BBa K1033110 Part-only sequence (1110 bp)
atgcocaagtagacocccacaaaaggaatoggattagocaacacctotottcagtttagtaatggoecgectgecatgocttgtgogaatatgatctacettacg
tggtacggctgagtocgyaagatggogatatcagtaccgtgggtecgtatcgaaaacaatgtgtctaccaaaagtactaccgocacatcctaaaactgacoce
tgtgacgggagaaacctttagotttiocctacgggococcattcaaccctacgttacgtatagocagatatgattgogacggocaaaaagagtggoccogatgtt
cogatattotectttaaagaacoctotttogtacatgactttgoaattactgagoactatgocgtgtttoctgatattcagattgtcatgaaaccagety
agattgttoggggtoggagaatgatogggocagatttggaaaaagtoccoocgtctggggotattacogogttatgocacctcagacageogaaatgogetg
gtttgacgtaccoggttttaacatggtacacgtagtocaatgogtggoaagaagagggaggegaagtggtggtocattgttgecococgaatgtttcacocatt
gagaatgcoccattgatcgotttgatttgttacatgtgtcogtggagatggogoggattgaactcaaatcoggttocgtgagtogcacocctactgtectgoog
aaaacttagattttggagttattoatoggogttattotggtegaaaaagoaggracgottacttgggogtgggogoatecaatgoccaaaattogeggtgt
tgtgaaagtggacttcgaactggocggtogagogyagtgtgttgtgogctcggocgogagtttggocgtoggctgtttoggaggggaacctttoctttgtacoce
gottoccagocaagaagtogggtggogaagaagatgatggotatgttgtgagttacctoccacgatgaaggocaagggtgaaagttoctttgtogttatggacyg
cocogttogocagaacttgaaatottggoctgagotggtgttacccagogocgtgtcccoctatgggtttcatgggttatttgtgacagaagoggaactettgte
ccaacaataa
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FPP (Farnesyl Phyrophospate) Phytoene Beta-carotene
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Lymonene-1-synthase
BBa_K801061
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Myrcene synthase
BBa K1148010
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monoterpenyl-diphosphatase
BBa K1148011

PP
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Hauvermale, et al. 2006. Fatty Acid Production in Schizochytrium sp.: Involvement of a
Polyunsaturated Fatty Acid Synthase and a Type I Fatty Acid Synthase. Lipids, Vol. 41,
no. 8.

Allen, E.E and Bartlett, D.H. 2002. Structure and Regulation of The Omega-3
Polyunsaturated Fatty Acid Synthase genes From The Deep-Sea Bacterium
Photobacterium profundum strain SS9. Microbiology (2002), 148, 1903-1913.
http://parts.igem.org/Catalog#Browse parts by type

http://2013.igem.org/Team:Uppsala

http://2013.igem.org/Team:Bordeaux
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"Don't be dumb"”
“You're smart!”




