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®Descriptions
Sequences producing significant alignments:

Description Max Total Query E Ident Accession
score score cover value

Escherichia coli str. K-12 substr.

MG1655 strain K-12 chromosome, 54, 2592 100% 0.0 100% NZ_AKBV01000001.1

whole genome shotgun sequence,
complete genome

Escherichia coli str. K-12 substr.

MG1655 strain K-12 chromosome, 54, 2592 100% 0.0 100% NZ_AKVX01000001.1

whole genome shotgun sequence,
complete genome

Escherichia coli str. K-12 substr.
MG1655 strain K-12
¢tg7180000000002_quiver, whole
genome shotgun sequence

2592 2592 100% 0.0 100% NZ_APIN01000002.1

Escherichia coli str. K-12 substr.
MG1655 strain K-12 cont1.1, whole 2592 2592 100% 0.0 100% NZ_AYEK01000001.1

genome shotgun sequence

Escherichia coli str. K-12 substr.

0, 0,
MG1655, complete genome 2592 2592 100% 0.0 100% NC_000913.3

Escherichia coli LY180, complete

genome 2592 2592 100% 0.0 100% NC_022364.1

Escherichia coli UMEA 3609-1
acYAw-supercont1.2, whole 2592 2592 100% 0.0 100% NZ _KE702425.1
genome shotgun sequence

Escherichia coli UMEA 3240-1
acYxP-supercont1.3, whole 2592 2592 100% 0.0 100% NZ_KE702179.1
genome shotgun sequence

Escherichia coli HVH 221 (4-
3136817) acYAh-supercont1.2,
whole genome shotgun
sequence

Escherichia coli HVH 164 (4-
5953081) acYwz-supercont1.2,
whole genome shotgun
sequence

Escherichia coli KTE132 acHaT-
supercont1.1, whole genome 2592 2592 100% 0.0 100% NZ KE137261.1
shotgun sequence

Escherichia coli KTE71 acHaR-
supercont1.2, whole genome 2592 2592 100% 0.0 100% NZ_KE137100.1
shotgun sequence

2592 2592 100% 0.0 100% NZ_KE701070.1

2592 2592 100% 0.0 100% NZ_KE700471.1

Escherichia coli KTE198 acHaY-
supercont1.2, whole genome 2592 2592 100% 0.0 100% NZ KE136920.1
shotgun sequence

Escherichia coli KTE34 acHbo-
supercont1.2, whole genome 2592 2592 100% 0.0 100% NZ_KE136741.1
shotgun sequence

Escherichia coli KTE14 acHbn-
supercont1.19, whole genome 2592 2592 100% 0.0 100% NZ KE136655.1
shotgun sequence

Escherichia coli KTE35 acHbr-
supercont1.1, whole genome 2592 2592 100% 0.0 100% NZ_KE136604.1
shotgun sequence

Escherichia coli KTE197 acASN-
supercont1.4, whole genome 2592 2592 100% 0.0 100% NZ_KB733185.1
shotgun sequence

Escherichia coli KTE154 genomic
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http://www.ncbi.nlm.nih.gov/nucleotide/452723576?report=genbank&log$=nucltop&blast_rank=2&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/482599554?report=genbank&log$=nucltop&blast_rank=3&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/560891721?report=genbank&log$=nucltop&blast_rank=4&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/556503834?report=genbank&log$=nucltop&blast_rank=5&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/544388862?report=genbank&log$=nucltop&blast_rank=6&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545290465?report=genbank&log$=nucltop&blast_rank=7&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545284600?report=genbank&log$=nucltop&blast_rank=8&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545247428?report=genbank&log$=nucltop&blast_rank=9&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545238019?report=genbank&log$=nucltop&blast_rank=10&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510927493?report=genbank&log$=nucltop&blast_rank=11&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510920300?report=genbank&log$=nucltop&blast_rank=12&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510917626?report=genbank&log$=nucltop&blast_rank=13&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510914054?report=genbank&log$=nucltop&blast_rank=14&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510906128?report=genbank&log$=nucltop&blast_rank=15&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510898436?report=genbank&log$=nucltop&blast_rank=16&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381518?report=genbank&log$=nucltop&blast_rank=17&RID=3YWPU43M014

scaffold acASW-supercont1.1,
whole genome shotgun
sequence

Escherichia coli KTE42 acATg-
supercont1.2, whole genome
shotgun sequence

Escherichia coli KTE171 acEnC-
supercont1.1, whole genome
shotgun sequence

Escherichia coli KTE161 acEof-
supercont1.1, whole genome
shotgun sequence

Escherichia coli KTE156 acEuf-
supercont1.3, whole genome
shotgun sequence

Escherichia coli KTE111 acEnT-
supercont1.5, whole genome
shotgun sequence

Escherichia coli KTE77 acEnw-
supercont1.3, whole genome
shotgun sequence

Escherichia coli str. K-12 substr.
MDS42 DNA, complete genome

Escherichia coli H730
supercont1.2, whole genome
shotgun sequence

Escherichia coli str. K-12 substr.
W3110, complete genome

Escherichia coli BL21(DE3)
chromosome, complete genome

Escherichia coli BL21(DE3),
complete genome

Escherichia coli DH1, complete
genome

Escherichia coli ETEC H10407,
complete genome

Escherichia coli M919
supercont2.1, whole genome
shotgun sequence

Escherichia coli KO11FL
chromosome, complete genome

Escherichia coli UMNK88
chromosome, complete genome

Escherichia coli DH1 chromosome,

complete genome

Escherichia coli KO11FL
chromosome, complete genome

Escherichia coli str. K-12 substr.
MG1655star strain K-12
chromosome, whole genome
shotgun sequence

Escherichia coli B str. REL606
chromosome, complete genome

Escherichia coli 'BL21-
Gold(DE3)pLysS AG'
chromosome, complete genome

Escherichia coli BW2952
chromosome, complete genome

Escherichia coli str. K-12 substr.
DH10B chromosome, complete
genome

Escherichia coli KTE212 acEnm-
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http://www.ncbi.nlm.nih.gov/nucleotide/476381461?report=genbank&log$=nucltop&blast_rank=18&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381325?report=genbank&log$=nucltop&blast_rank=19&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381282?report=genbank&log$=nucltop&blast_rank=20&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381256?report=genbank&log$=nucltop&blast_rank=21&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381252?report=genbank&log$=nucltop&blast_rank=22&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381207?report=genbank&log$=nucltop&blast_rank=23&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381109?report=genbank&log$=nucltop&blast_rank=24&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/471332236?report=genbank&log$=nucltop&blast_rank=25&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/423702445?report=genbank&log$=nucltop&blast_rank=26&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/388476123?report=genbank&log$=nucltop&blast_rank=27&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/387825439?report=genbank&log$=nucltop&blast_rank=28&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/387823261?report=genbank&log$=nucltop&blast_rank=29&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/387619774?report=genbank&log$=nucltop&blast_rank=30&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/387610477?report=genbank&log$=nucltop&blast_rank=31&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/422815473?report=genbank&log$=nucltop&blast_rank=32&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/386698504?report=genbank&log$=nucltop&blast_rank=33&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/386612163?report=genbank&log$=nucltop&blast_rank=34&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/386593590?report=genbank&log$=nucltop&blast_rank=35&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/378710836?report=genbank&log$=nucltop&blast_rank=36&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452215505?report=genbank&log$=nucltop&blast_rank=37&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/254160123?report=genbank&log$=nucltop&blast_rank=38&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/253771435?report=genbank&log$=nucltop&blast_rank=39&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/238899406?report=genbank&log$=nucltop&blast_rank=40&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/170079663?report=genbank&log$=nucltop&blast_rank=41&RID=3YWPU43M014

supercont1.3, whole genome
shotgun sequence

Escherichia coli KTE210 acEoo-
supercont1.4, whole genome
shotgun sequence

Escherichia coli W chromosome,
complete genome

Escherichia coli W chromosome,
complete genome

Escherichia coli HVH 36 (4-
5675286) addTA-supercont1.2,
whole genome shotgun
sequence

Escherichia coli KTE102 acHaG-
supercont1.3, whole genome
shotgun sequence

Escherichia coli KTE100 acHbl-
supercont1.1, whole genome
shotgun sequence

Escherichia coli KTE64 acHbg-
supercont1.3, whole genome
shotgun sequence

Escherichia coli KTE29 acATr-
supercont1.3, whole genome
shotgun sequence

Escherichia coli KTE142 acEnG-
supercont1.5, whole genome
shotgun sequence

Escherichia coli IAI1 chromosome,
complete genome

Escherichia coli SE11
chromosome, complete genome

Shigella boydii CDC 3083-94
chromosome, complete genome

Escherichia coli KTE101 acASP-
supercont1.4, whole genome
shotgun sequence

Escherichia coli KTE48 acASU-
supercont1.2, whole genome
shotgun sequence

Shigella sonnei 53G, complete
genome

Shigella boydii Sb227
chromosome, complete genome

Shigella sonnei Ss046
chromosome, complete genome

Escherichia coli KTE234 acEnk-
supercont1.1, whole genome
shotgun sequence

Escherichia coli UMEA 3355-1
acYzd-supercont1.2, whole
genome shotgun sequence

Escherichia coli HVH 150 (4-
3258106) acYAv-supercont1.4,
whole genome shotgun
sequence

Escherichia coli HVH 82 (4-
2209276) acYwv-supercont1.1,
whole genome shotgun
sequence

Escherichia coli KTE222 acHbh-
supercont1.1, whole genome
shotgun sequence
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http://www.ncbi.nlm.nih.gov/nucleotide/476380783?report=genbank&log$=nucltop&blast_rank=42&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476380775?report=genbank&log$=nucltop&blast_rank=43&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/386707734?report=genbank&log$=nucltop&blast_rank=44&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/386607309?report=genbank&log$=nucltop&blast_rank=45&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/556511603?report=genbank&log$=nucltop&blast_rank=46&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510924375?report=genbank&log$=nucltop&blast_rank=47&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510923085?report=genbank&log$=nucltop&blast_rank=48&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510919416?report=genbank&log$=nucltop&blast_rank=49&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381341?report=genbank&log$=nucltop&blast_rank=50&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381234?report=genbank&log$=nucltop&blast_rank=51&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/218552585?report=genbank&log$=nucltop&blast_rank=52&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/209917191?report=genbank&log$=nucltop&blast_rank=53&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/187730020?report=genbank&log$=nucltop&blast_rank=54&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381404?report=genbank&log$=nucltop&blast_rank=55&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381353?report=genbank&log$=nucltop&blast_rank=56&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/377520096?report=genbank&log$=nucltop&blast_rank=57&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/82542618?report=genbank&log$=nucltop&blast_rank=58&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/74310614?report=genbank&log$=nucltop&blast_rank=59&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476380862?report=genbank&log$=nucltop&blast_rank=60&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545289109?report=genbank&log$=nucltop&blast_rank=61&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545235921?report=genbank&log$=nucltop&blast_rank=62&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545171898?report=genbank&log$=nucltop&blast_rank=63&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/510917945?report=genbank&log$=nucltop&blast_rank=64&RID=3YWPU43M014

Escherichia coli KTE13 acHbv-
supercont1.6, whole genome
shotgun sequence

Escherichia coli KTE203 acATn-
supercont1.2, whole genome
shotgun sequence

Escherichia coli KTE184 acASO-
supercont1.4, whole genome
shotgun sequence

Escherichia coli KTE135 acASy-
supercont1.1, whole genome
shotgun sequence

Escherichia coli APEC O78,
complete genome

Escherichia coli 0104:H4 str.
Ec12-0466 supercont1.9, whole
genome shotgun sequence

Escherichia coli strain IMT2125
chromosome IMT2125, whole
genome shotgun sequence

Escherichia coli 0104:H4 str.
2009EL-2050 chromosome,
complete genome

Escherichia coli O104:H4 str.
2011C-3493 chromosome,
complete genome

Escherichia coli O104:H4 str.
2009EL-2071 chromosome,
complete genome

Escherichia coli B799
supercont1.2, whole genome
shotgun sequence

Escherichia coli chi7122
chromosome chi7122, whole
genome shotgun sequence

Escherichia coli O104:H4 str.
ON2011 scaffold00003, whole
genome shotgun sequence

Escherichia coli O104:H4 str. 11-
4632 C4 supercont1.3, whole
genome shotgun sequence

Escherichia coli 0104:H4 str. 11-
4623 supercont1.3, whole genome
shotgun sequence

Escherichia coli O104:H4 str. 04-
8351 supercont1.2, whole genome
shotgun sequence

Escherichia coli O104:H4 str.
C227-11 supercont1.5, whole
genome shotgun sequence

Escherichia coli 0104:H4 str.
H112180280 scaffold00001, whole
genome shotgun sequence

Escherichia coli 97.0264
scf1125157570047, whole genome
shotgun sequence

Escherichia coli 95.0941
scf1127129428402, whole genome
shotgun sequence

Escherichia coli 55989
chromosome, complete genome

Escherichia coli E24377A
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NZ
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NZ
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NZ

NZ

NC

NC

NC

NZ

NZ

NZ

NZ

NZ

NZ

NZ

NZ

NZ

NZ

NC

NC

KE136600.1

KB733201.1

KB733172.1

KB733086.1

020163.1

KB021454.1

HE964769.1

018650.1

NC_018658.1

018661.1

NZ_JH768572.1

HE962388.1

NZ JH648168.1

JH377991.1

NZ_JH378023.1

JH378073.1

NZ_JH378089.1

NZ_GL988050.1

GL878082.1

GL878028.1

011748.1

NC_009801.1


http://www.ncbi.nlm.nih.gov/nucleotide/510898239?report=genbank&log$=nucltop&blast_rank=65&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476535973?report=genbank&log$=nucltop&blast_rank=66&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381505?report=genbank&log$=nucltop&blast_rank=67&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381420?report=genbank&log$=nucltop&blast_rank=68&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/443615330?report=genbank&log$=nucltop&blast_rank=69&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/429955573?report=genbank&log$=nucltop&blast_rank=70&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/427807674?report=genbank&log$=nucltop&blast_rank=71&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/410480139?report=genbank&log$=nucltop&blast_rank=72&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/407479587?report=genbank&log$=nucltop&blast_rank=73&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/407466711?report=genbank&log$=nucltop&blast_rank=74&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/423707171?report=genbank&log$=nucltop&blast_rank=75&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/427803074?report=genbank&log$=nucltop&blast_rank=76&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452719839?report=genbank&log$=nucltop&blast_rank=77&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/423054736?report=genbank&log$=nucltop&blast_rank=78&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/423031519?report=genbank&log$=nucltop&blast_rank=79&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/423004806?report=genbank&log$=nucltop&blast_rank=80&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/422989100?report=genbank&log$=nucltop&blast_rank=81&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452698371?report=genbank&log$=nucltop&blast_rank=82&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452339498?report=genbank&log$=nucltop&blast_rank=83&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452335800?report=genbank&log$=nucltop&blast_rank=84&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/218693476?report=genbank&log$=nucltop&blast_rank=85&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/157154711?report=genbank&log$=nucltop&blast_rank=86&RID=3YWPU43M014

chromosome, complete genome

Escherichia coli UMEA 3065-1
acYzx-supercont1.2, whole 2547 2547 100% 0.0 99% NZ_KE701494.1
genome shotgun sequence

Escherichia coli HVH 195 (3-
7155360) acYyqg-supercont1.2,

2547 2547 100% 0.0 99% NZ_KE700796.1
whole genome shotgun
sequence
Escherichia coli KTE136 acASw-
supercont1.2, whole genome 2547 2547 100% 0.0 99% NZ_KB733094.1

shotgun sequence

Escherichia coli 0104:H4 str.
ON2010 scaffold00001, whole 2547 2547 100% 0.0 99% NZ_JH648165.1
genome shotgun sequence

Escherichia coli HS, complete
genome

Escherichia coli HVH 147 (4-
5893887) acYxy-supercont1.2,
whole genome shotgun
sequence

Escherichia coli KTE81 acEoj-
supercont1.1, whole genome 2529 2529 100% 0.0 99% NZ _KB732854.1
shotgun sequence

Escherichia coli O157:H7 str.
F8092B EcO157F8092B_41, whole 2524 2524 100% 0.0 99% NZ_AVCD01000005.1

2547 2547 100% 0.0 99% NC_009800.1

2529 2529 100% 0.0 99% NZ_KE700242.1

genome shotgun sequence

Escherichia coli BWH 32 addUj-
supercont1.3, whole genome 2524 2524 100% 0.0 99% NZ_Kl1535541.1
shotgun sequence

Escherichia coli BIDMC 39 addUT-
supercont1.2, whole genome 2524 2524 100% 0.0 99% NZ_KI1535383.1
shotgun sequence

Escherichia coli KTE233 acEoc-
supercont1.1, whole genome 2524 2524 100% 0.0 99% NZ_KB732580.1
shotgun sequence

Escherichia coli Xuzhou21
chromosome, complete genome 2524 2524 100% 0.0 99% NC_017906.1

Escherichia coli O55:H7 str.

RM12579 chromosome, complete 2524 2524 100% 0.0 99% NC 017656.1
genome

Escherichia coli H30

scf1125115109432, whole genome 2524 2524 100% 0.0 99% NZ_GL896790.1

shotgun sequence

@Alignments

Escherichia coli str. K-12 substr. MG1655 strain K-12 chromosome, whole genome shotgun sequence, complete genome

Sequence ID: ref[NZ_AKBV01000001.1| Length: 4638970 Number of Matches: 1
Range 1: 4057158 to 4058594

Score Expect Identities Gaps Strand Frame

2592 bits(2874) 0.0() 1437/1437(100%) 0/1437(0%) Plus/Plus

rFFgl?lA 238 ribosomal RNAcytochrome C nitrite reductase subunit ¢552

Query AAGGATAAAAATA, TATCTTCAGCTTATTGATTCCttttttcttt 60
oyt 057155 KALLH LGOS TR sosr2ns
Query CTTCTGTTCACGCT TGTAACTGTGGAAGCG 120

svger sosrass HMHERHUGIRUII I M, esrors

Query 121 AAGAATGAAACCTTTGCCCCGCAGCATCCCGATCAATATCTCTCCTGGAAAGCCACCTCG 180


http://www.ncbi.nlm.nih.gov/nucleotide/469801541?report=genbank&log$=nuclalign&blast_rank=1&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/469801541?report=gbwithparts&from=1&to=4638970&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/469801541?report=gbwithparts&from=4057158&to=4058594&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545260055?report=genbank&log$=nucltop&blast_rank=87&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545243561?report=genbank&log$=nucltop&blast_rank=88&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381423?report=genbank&log$=nucltop&blast_rank=89&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452719833?report=genbank&log$=nucltop&blast_rank=90&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/157159467?report=genbank&log$=nucltop&blast_rank=91&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/545235264?report=genbank&log$=nucltop&blast_rank=92&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476381143?report=genbank&log$=nucltop&blast_rank=93&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/639829283?report=genbank&log$=nucltop&blast_rank=94&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/556423728?report=genbank&log$=nucltop&blast_rank=95&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/556198190?report=genbank&log$=nucltop&blast_rank=96&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/476380859?report=genbank&log$=nucltop&blast_rank=97&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/387880559?report=genbank&log$=nucltop&blast_rank=98&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/387504934?report=genbank&log$=nucltop&blast_rank=99&RID=3YWPU43M014
http://www.ncbi.nlm.nih.gov/nucleotide/452333186?report=genbank&log$=nucltop&blast_rank=100&RID=3YWPU43M014
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http://www.ncbi.nlm.nih.gov/nucleotide/452723576?report=gbwithparts&from=4285193&to=4286629&RID=3YWPU43M014

in K-12 ctg7180000000002_quiver, whole genome shotgun sequence

ngth: 4648564 Number of Matches: 1

ID: ref|NZ_APIN01000002.1| Le

nge 1: 3087795 to 3089231

Escherichia coli str. K-12 substr. MG1655 stra
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BLAST ®

Basic Local Alignment Search Tool

NCBI/ BLAST/ blastn suite/ Formatting Results - 3Z5C6EA201R
» Formatting options
» Download

Blast report description

Nucleotide Sequence (1281 letters)

RID 3Z5C6EA201R (Expires on 10-17 17:53 pm)

Query ID Icl|74083 Database Name chromosome
Description None Description NCBI Chromosome Sequences

Molecule type nucleic acid Program BLASTN 2.2.30+
Query Length 1281

®Graphic Summary

Distribution of 67 Blast Hits on the Query Sequence

Color key for alignment scores
<40 40-50 50-80 80-200 *>=200
Query

1 1000 1250



http://www.ncbi.nlm.nih.gov/
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Web&PAGE_TYPE=BlastHome
http://blast.ncbi.nlm.nih.gov/Blast.cgi?PAGE=MegaBlast&PROGRAM=blastn&PAGE_TYPE=BlastSearch&BLAST_SPEC=
ftp://ftp.ncbi.nlm.nih.gov/pub/factsheets/HowTo_NewBLAST.pdf
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=3Z5C6EA201R

®Descriptions
Sequences producing significant alignments:

Description Max Total Query E Ident Accession
score score cover value

Synechococcus sp. PCC 7002

plasmid pAQ7, complete 2311 2311 100% 0.0 100% NC_010474.1

sequence

Acaryochloris marina MBIC11017
chromosome, complete genome

Cyanothece sp. ATCC 51472
Cy51472_Contig181.1_C, whole 181 253 61% Te-41 67% NZ_AGJC02000001.1

183 324 59% 2e-41 73% NC_009925.1

genome shotgun sequence

Cyanothece sp. ATCC 51142
chromosome circular, complete 181 253 61% 7e-41 67% NC_010546.1
sequence

Pleurocapsa sp. PCC 7327
chromosome, complete genome

Pseudanabaena sp. PCC 6802
Pse6802_scaffold_5, whole 158 286 47% 8e-34 72% NZ_KB235914.1
genome shotgun sequence

Calothrix sp. PCC 7103
Cal7103DRAFT_CPM.1, whole 152 276 44% 4e-32 70% NZ KB217483.1
genome shotgun sequence

163 209 78% 2e-35 64% NC_019689.1

Filamentous cyanobacterium
ESFC-1
A3MYDRAFT_scaffold1.1, whole
genome shotgun sequence

Nodosilinea nodulosa PCC 7104
Lepto7104DRAFT_LPD.2, whole 150 353 36% 1e-31 72% NZ_JH976537.1
genome shotgun sequence

Cyanothece sp. PCC 7425

150 226 84% 1e-31 64% NZ_KB904821.1

150 150 54% 1e-31 66% NC 011884.1
chromosome, complete genome
Cyanothece sp. PCC 7424 145 145 65% 56-30 64% NC 0117291
chromosome, complete genome
Nostoc sp. PCC 7524 129 193 66% 4e-25 65% NC 019684.1
chromosome, complete genome
Dactylococcopsis salina PCC
8305 chromosome, complete 123 172 49% 2e-23 68% NC_019780.1
genome
Thermosynechococcus sp. NKSS 4 1g 118 54% 7e-22 64% NC_023033.1
genome NC_02¢ .
Leptolyngbya sp. PCC 7375
genomic scaffold 114 204 24% 9e-21 68% NZ_JH993797.1

Lepto7375DRAFT_LPA.5, whole
genome shotgun sequence

Geitlerinema sp. PCC 7105
Gei7105DRAFT_GPC.5, whole 105 105 61% 5e-18 63% NZ_KB235958.1
genome shotgun sequence

Halothece sp. PCC 7418

98.7 98.7 19% 7e-16 69% NC _019779.1
chromosome, complete genome
Anabaena variabilis ATCC 29413 g 4 243 43% 8e-15 69% NC_007413.1
chromosome, complete genome
Thermosynechococcus elongatus
BP-1 chromosome, complete 86.0 86.0 19% 4e-12 68% NC_004113.1

genome

Leptolyngbya sp. PCC 6406
LEP6406DRAFT_scaffold1.1,


http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=3Z5C6EA201R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=3Z5C6EA201R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=3Z5C6EA201R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=3Z5C6EA201R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=3Z5C6EA201R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=3&HSP_SORT=3
http://www.ncbi.nlm.nih.gov/nucleotide/170076470?report=genbank&log$=nucltop&blast_rank=1&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/158333233?report=genbank&log$=nucltop&blast_rank=2&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/639854484?report=genbank&log$=nucltop&blast_rank=3&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/172034917?report=genbank&log$=nucltop&blast_rank=4&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/428200461?report=genbank&log$=nucltop&blast_rank=5&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/485067426?report=genbank&log$=nucltop&blast_rank=6&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/485067392?report=genbank&log$=nucltop&blast_rank=7&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/483724571?report=genbank&log$=nucltop&blast_rank=8&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/482909171?report=genbank&log$=nucltop&blast_rank=9&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/220905643?report=genbank&log$=nucltop&blast_rank=10&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/218437013?report=genbank&log$=nucltop&blast_rank=11&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/427727289?report=genbank&log$=nucltop&blast_rank=12&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/428778395?report=genbank&log$=nucltop&blast_rank=13&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/571026788?report=genbank&log$=nucltop&blast_rank=14&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/427415532?report=genbank&log$=nucltop&blast_rank=15&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/484033069?report=genbank&log$=nucltop&blast_rank=16&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/428774686?report=genbank&log$=nucltop&blast_rank=17&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/75906225?report=genbank&log$=nucltop&blast_rank=18&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/22297544?report=genbank&log$=nucltop&blast_rank=19&RID=3Z5C6EA201R

whole genome shotgun
sequence

Microcoleus sp. PCC 7113
chromosome, complete genome

Nostoc sp. PCC 7120
chromosome, complete genome

Marinimicrobium sp. LS-A18
contig6, whole genome shotgun
sequence

Rhodobacter sphaeroides KD131
chromosome 2, complete
sequence

Hahella chejuensis KCTC 2396
chromosome, complete genome

Rhodovibrio salinarum DSM 9154

RHOSADRAFT_scaffold1.1, whole

genome shotgun sequence

Hydrogenobaculum sp. SN,
complete genome

Hydrogenobaculum sp. HO,
complete genome

Phenylobacterium zucineum HLK1
chromosome, complete genome

Bradyrhizobium sp. BTAi1
chromosome, complete genome

Rhodobacter sphaeroides 2.4.1
chromosome 2, complete
sequence

Leptospirillum ferriphilum ML-04
chromosome, complete genome

Methylophaga sp. JAM1
chromosome, complete genome

Dechlorosoma suillum PS
chromosome, complete genome

Hydrogenobaculum sp. YO4AAS1
chromosome, complete genome

Rhodoferax ferrireducens T118
chromosome, complete genome

Maritalea myrionectae DSM 19524

G549DRAFT_scaffold00002.2_C,
whole genome shotgun
sequence

Rhodobacter sphaeroides ATCC
17029 chromosome 2, complete
sequence

Thiomicrospira halophila DSM
15072 A377DRAFT_scaffold1.1,
whole genome shotgun
sequence

Sphingobium sp. SYK-6
chromosome, complete genome

Methyloferula stellata AR4 strain
ARAT

A30QDRAFT_chromosome1.1_C,

whole genome shotgun
sequence

Synechocystis sp. PCC 6803
plasmid pSYSM_M, complete
sequence

Kangiella koreensis DSM 16069
chromosome, complete genome
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http://www.ncbi.nlm.nih.gov/nucleotide/653017447?report=genbank&log$=nucltop&blast_rank=20&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/428308377?report=genbank&log$=nucltop&blast_rank=21&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/17227497?report=genbank&log$=nucltop&blast_rank=22&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/639060162?report=genbank&log$=nucltop&blast_rank=23&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/221368938?report=genbank&log$=nucltop&blast_rank=24&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/83642913?report=genbank&log$=nucltop&blast_rank=25&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/653038265?report=genbank&log$=nucltop&blast_rank=26&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/471263591?report=genbank&log$=nucltop&blast_rank=27&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/452943219?report=genbank&log$=nucltop&blast_rank=28&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/197103466?report=genbank&log$=nucltop&blast_rank=29&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/148251626?report=genbank&log$=nucltop&blast_rank=30&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/552536492?report=genbank&log$=nucltop&blast_rank=31&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/410477577?report=genbank&log$=nucltop&blast_rank=32&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/387125902?report=genbank&log$=nucltop&blast_rank=33&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/372486701?report=genbank&log$=nucltop&blast_rank=34&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/195952380?report=genbank&log$=nucltop&blast_rank=35&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/89898822?report=genbank&log$=nucltop&blast_rank=36&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/654341654?report=genbank&log$=nucltop&blast_rank=37&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/126463752?report=genbank&log$=nucltop&blast_rank=38&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/486330540?report=genbank&log$=nucltop&blast_rank=39&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/347526385?report=genbank&log$=nucltop&blast_rank=40&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/487404835?report=genbank&log$=nucltop&blast_rank=41&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/451816542?report=genbank&log$=nucltop&blast_rank=42&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/256821228?report=genbank&log$=nucltop&blast_rank=43&RID=3Z5C6EA201R
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http://www.ncbi.nlm.nih.gov/nucleotide/170076470?report=genbank&log$=nuclalign&blast_rank=1&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/167643973?report=genbank&log$=nucltop&blast_rank=44&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/38505535?report=genbank&log$=nucltop&blast_rank=45&RID=3Z5C6EA201R

Query 1081 GA 1140

coser souso DM AN ARUUO L coss
coser soao0 LLORRHACHERSETEHEHHELHT TN, s
coser soaco CLMERHIEHTELTHTEEERHAIH TN oo
coser sorzo LU oo

183 bits(202) 2e-41()  233/321(73%) 0/321(0%) Plus/Plus

Features: |
sulfide quinone reductase

Query 294 TAT TATGTG
oger anmase U cleh
Query 354 CGGT ACA
Sbjct 432414 GIIAIELILICAG
Query 414 TGAA [
Sbjct 432474 CAGT I

Query 474 IZEGA
Sbjct 432534 AL

T 353

i+ 432413
CA 413
AL 432473

473
II 432533
533
i 432593

i 593
432653

a 4 0 > 0O @ 00— 0O -+

Query 534 ITTG
Sbjct 432594

Query 594 TTTI A IZ
Sbjct 432654 +++ L
Range 2: 432067 to 432223

Score Expect Identities Gaps Strand Frame
71.6 bits(78) 1e-07() 112/158(71%) 2/158(1%) Plus/Plus

Features:
sulfide quinone reductase

ey 1) 11UV U U ot i nadi) o e
RS 1)) )11 1o oW 1) A U e L e
e 1118 ) 1 TN 1) e

R R = AR

Features: |
sulfide quinone reductase

Query 705 IATTGGTTTIIIG
C
T

Sojct 432765 GAHATHI

ML oIl zens
ey 765 CSAEETECTTTT T

GT?T??CTGTCT??C?ATCTCCAATTTTCA??? TT 824


http://www.ncbi.nlm.nih.gov/nucleotide/158333233?report=genbank&log$=nuclalign&blast_rank=2&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/158333233?report=gbwithparts&from=432067&to=433377&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/158333233?report=gbwithparts&from=432067&to=433377&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/158333233?report=gbwithparts&from=432067&to=433377&RID=3Z5C6EA201R

Sbjct 432825 TCGAGGGCCTGGCTTTGTTCGTGAGACAGCGGGGTTAGGGGATACCAAGGGGTTTCTGCC 432884

o iiiggs Lt T e L bl clene w2

OO ) 0 0 0 ) 0 0 ) 11 o
corce 433005 Lorrbana WA el JAHTHIIL s

Cyanothece sp. ATCC 51472 Cy51472_Contig181.1_C, whole genome shotgun sequence

Sequence ID: ref[NZ_AGJC02000001.1| Length: 4932779 Number of Matches: 2
Range 1: 4639890 to 4640527

T T TR R
SRR |1 181 W1y eyt TN 10 81107100 00 o
coser 169950 Lblooor AN rcrabbtHrhsacrab L Haa L aooos
coser asaooro LrrtanibHabHEH LI ILAI L fos
coser asaooss Lecronmnireromectrapububinddrhoide OQUUIIL sosoar
coser asao120. ArormbnAN Lk Al AN T donos
coser asao1ss Horoblootdradehssrkrriradaabl A HerlHroroarL ol scaoaas
coser asa0205 AHhcliHachrtcalebinbbnatrictdtHHasoHroccl Iltoraie asaossa
coser asao205 LeHrionma bt HeHdablusredrlocraallolomlndar i asaosss
coser asaorss IablobrH Mool lHH bl —clebelallloarclllL sosoan
oo R4 At 001 1 1 ) o
coser asaoaso OBk LTI oo

Range 2: 4639551 to 4639696

Score Expect Identities Gaps Strand Frame

71.6 bits(78) 1e-07() 106/149(71%) 6/149(4%) Plus/Plus

Features:

sulfide-quinone reductase

Query 1 ATGGCTCATATTGTTGTAATCGGTGCTGGTATTGGTGGTCTGCCGACGGCCTATGAACTG 60
Sojct as3sss1 AtGaltChtAHGH Gt A Tébcdonbaktabbadtartaldahdabld ttertd  as3s610
Query 61 AGGCA- - -CCTGTTGACTACCGACCACACTGTTACCCTCATTGCTGATACACCCCACTTT 117
soyce aeaverr chelhrrmallchbrtirllchihake--HAL et laklealllaskEH  2s3ses7
Query 118 ACGTTTATCCCTTCTTTGCCCTGGGTGGC 146

Sojct 4e30668 ACTHIMTUGHCHHALL GG TAG 630696


http://www.ncbi.nlm.nih.gov/nucleotide/639854484?report=genbank&log$=nuclalign&blast_rank=3&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/639854484?report=gbwithparts&from=4639551&to=4640828&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/639854484?report=gbwithparts&from=4639551&to=4640828&RID=3Z5C6EA201R

Cyanothece sp. ATCC 51142 chromosome circular, complete sequence

Sequence ID: ref[NC_010546.1| Length: 4934271 Number of Matches: 2
Range 1: 3505984 to 3506621

Score Expect Identities Gaps Strand Frame

181 bits(200) 7e-41() 436/648(67%) 20/648(3%) Plus/Plus

Features:

sulfide-quinone reductase

Query 346 CCGGGTCTCGGTCCAGAGACAGGCTTTACCCAGTCAGTTTGTAATCCCCACCATGCACTG 405
Sojct 3sesesa CeTaeactTaealTeAGATGGGATATA T AN e GteTAM LT A Ghnce 356043
Query 406 CTTGCCCATGAAGCTTGGGAAAAATTTATCCAGAATCCAGGCCCGTTGGTCGTGGGGGCG 465
Sojct 3seseds CandlecateAhecHedTcralhiriaccTabedrdbtddttantretiitela 3sesios
Query 466 GCACCGGGGGCGAGTTG GGCCCGGCCTATGAGTTTGCGTTGTTGGCAGATTGGCAA 525
Sbjct 3506104 GTTCLAGGGGLAAGHGHHTGGALCACTATGAHHEL AT HACARAT - -6AN 3506161
Query 526 -TGCGACGGTTGGGTTTGCGGGAGCAGGTACCGATCACATTGGTCACCCCAGAACCCT 583
et 3506162 dectenlbabtercmcctimtanbritokiride e soezon
Query 584 GGTCATTTGGGGATTGGGGGCATGGCCCACTCGCAGGAATTGGTTGAGCAGGTTC 643
orer 3506222 o NIt M el rald Sl HE LIS H T 0 0ears
Query 644 CAGCAA--CAGGATATTGCGACCCGTGCCAATGCTGAGATTACCGCCATTAAACCGG 700
Sbjct 3506279 *iATGééLLAGéLTALCL++AATLTTéTAéAALL+éé+éCTL++TGTCATL++TCLié é 3506338
Query 701 ATATGATTGGTTTGGCGGATGGGGAACAGCTACCCTTTGCCTACAGTATGGTTTTGCCGT 760
Sbjct 3506339 L*LCéL*+TAC**ATéCALCééTéLLAGéT+Gééé+++AAG+LTGCCL+éé+G++AiiT 3506398
Query 761 CGTTCCAGGGGCCTGCTTTTTTGCGTGACTGTCCGGCGATCTCCAATTCCCAGGGGTTTA 820
Sbjct 3506399 ic**TéGAééAéé*AG+++C++éééAéLAATCéiTéGCT+AA&&GL+GAA&LA$$A+++T 3506458
Query 821 TTCCCGTCTTGCCCACCTATCAACATCCAG-CGTTCGATTCCGTGTATGCGGCGGGGGTG 879
Sojct 3sesaso  TaltaetTHELCATaoalAMAA ETealTatecht - clctriatebraTcéets  3sessis
Query 880 ATTGTTG----AACTAACGCCCCATGAAGCCACACCAATCCCCACGGGTCTACCGAAAAC 935
sojct 3sessis - HatercanhhriMicleld-eMérthdhrbrhtdddhrcdiaatridc MMl 3sess73
Query 936 AGGACAAATGACGGAGGCGATGGGGATGGCCGCCGCCCACAATATTGC 983

Sojct 3506574 TCGACAMATEACAGAAGCATEGtakGGlaGtacttArMIAHIE 3506621

Range 2: 3505645 to 3505790

Score Expect Identities Gaps Strand Frame

71.6 bits(78) 1e-07() 106/149(71%) 6/149(4%) Plus/Plus

Features:

sulfide-quinone reductase

Query 1 ATGGCTCATATTGTTGTAATCGGTGCTGGTATTGGTGGTCTGCCGACGGCCTATGAACTG 60
Sojct 3seseas  ATGaLTCAAHGHEITATEbcdonctaktabbadtartallahdabldthtehrtd 3505704
Query 61 AGGCA---CCTGTTGACTACCGACCACACTGTTACCCTCATTGCTGATACACCCCACTTT 117
soyce 3sesros chelhrrmallcHbrtillchrhal - HA et laklealllaskEH 3505761
Query 118 ACGTTTATCCCTTCTTTGCCCTGGGTGGC 146

Sojct 3505762 ACTHIMTUGHCHHALLTTGATAG 3505790

Pleurocapsa sp. PCC 7327 chromosome, complete genome

Sequence ID: ref[NC_019689.1| Length: 4986817 Number of Matches: 2

Range 1: 3099133 to 3100074

Score Expect Identities Gaps Strand Frame

163 bits(180) 2e-35() 606/945(64%) 5/945(0%) Plus/Plus

Features:

NADH dehydrogenase, FAD-containing subunit


http://www.ncbi.nlm.nih.gov/nucleotide/172034917?report=genbank&log$=nuclalign&blast_rank=4&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/172034917?report=gbwithparts&from=3505621&to=3506922&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/172034917?report=gbwithparts&from=3505621&to=3506922&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/428200461?report=genbank&log$=nuclalign&blast_rank=5&RID=3Z5C6EA201R
http://www.ncbi.nlm.nih.gov/nucleotide/428200461?report=gbwithparts&from=3098857&to=3100188&RID=3Z5C6EA201R

coser 2099152 UMMM e e kb dBdlcalecl AWML Sosssn
coser 099192 carehiribr b sascbbr e MMM essase
coser so95252 cLriLinbioontlle ablebbHecreLe LMol HALIEELL Sosmss
coser sos5m12. abichrobr bl el 5
coser 2099372 coimtiadHEHcabrdacb bl ssaon
coser 2095052 Lk rochmit e Lk Ll ol el eacnllart so1ss
coser 2099092 anroLolacorsrrasr anbbeck HrmaolHolrolrll 209951
coser 2099552 ShomrericchmiorcacthbrHdeoma locellelec el 09611
coser s099612. ThHrochbolcet cHbHaaraddadoer oalrollolraladlc it 209997
coser 2099572 ablath et ol LRI b e Hrabebhaorre L0 05720
coser 09972 chrobtralchrtccllctabrddiHndlcloclleobUMMILED. 5751
coser 2099792 Arclar LKL ool Sassess
cosee sosos5t |- Hnnbenblollelallrel LA ITHCHGCO L MIELLELY o0
coser 2099910 aclbiohHehH et H ke rdlccllntlobroleboatlollotll 209959
coser soss970. absschrhrbbaotoccottert ML rellollooc HHLLoamatt 10002
cosct s100050 INrbaokchloh N abbastarirhietd HAHellL 10007

CYTETR R TR T R = P

Feature:
NADH dehydrogenase FAD-containing subunit

coser 2096657 AOLNh ek hr EH el add el LALLM sosne

Query 61 Ii il
Sbjct 3098917 CGA LT 3098924


http://www.ncbi.nlm.nih.gov/nucleotide/428200461?report=gbwithparts&from=3098857&to=3100188&RID=3Z5C6EA201R
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